CRAVAT / MuPIT Workshop
Cancer focused Analysis of Human Genomic Variants
[bookmark: _GoBack]CRAVAT (www.cravat.us) is a free tool for high-throughput analysis of human sequencing variants developed by the Karchin lab at Johns Hopkins and In Silico Solutions.  It is funded by NCI’s Informatics Technology for Cancer Research program.  CRAVAT accepts very large variant data files containing single nucleotide substitutions as well as indels and returns a wide variety of annotations and scores that help with identification of important variants.  It is a cancer focused analysis package tailored to the needs of cancer studies.  CRAVAT has traditionally returned analysis results as a Microsoft Excel spreadsheet but this year we have added a new interactive results viewer that allows users to dynamical sort, filter, and explore variant details and visualizations. The workshop will provide some background on CRAVAT and lots of hands-on exercises to learn how to use the tool and interpret the results.
[image: ][image: ][image: ]MuPIT (mupit.icm.jhu) is a sister tool to CRAVAT that shows human mutations on 3D protein structures.  Clusters of mutations in 3D space are not always apparent from the position of mutations on a protein sequence.  For proteins with solved structures or high quality homology models, MuPIT can show the position of mutations from your study along with a variety of structural annotations (e.g. the position of a DNA binding site).  MuPIT also includes a pre-built database of TCGA mutations so an investigator’s mutations can be viewed in the context of mutations and mutation clusters from other cancer studies.  The focus of the workshop will be a series of exercises to learn how to visualize your mutations in MuPIT, how CRAVAT and MuPIT are integrated, and how to manipulate, investigate, and understand the results. 
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